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Most of the current techniques such as ClustalW and SAGA to the multiple alignment problem rely 
on local information to search near-optimal solutions. On the other hand, the maximum weight trace 
formulation can express global information. However the maximum weight trace problem is NP-hard. 
A simple technique to the multiple alignment problem with the maximum weight trace formulation is 
known to be greedy method. In this paper, we show a reformed greedy method that takes into account 
finding cliques. We compare the reformed method with the simple greedy method, ClustalW and SAGA 
on the benchmark set of multiple sequence alignment problem. The outcomes show that some results are 
improved by the greedy method with clique finding. 
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